
SEQUENCE LISTING 
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<151> 2000-11-21 
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<210> 1 

<211> 1098 

<212> DNA 

<213> homo sapiens 



<400> 1 

atgctggatg 

ctcgccgcgc 

atcctcccgc 

cggctgaagc 

acgctggtgg 

cgc tggaact 

gagactgcct 

tgcagcgcgg 

gaggcctggc 

gaattcctgg 

ctcgtgggtg 

tcaggctcat 

aagcatctga 

gccggcgagg 

gacccgctgc 

gctggccgct 

agcatctgct 

tgccaggtgc 

tacacctgca 



ggtccccgct 
tgcgcccttc 
tgaccctgga 
tggagcggaa 
aggccgtgag 
gcacgctgga 
tcctctatgc 
gccgcatgga 
agtggggggg 
gcagacggtc 
tgaaggtgat 
gcacggtgcg 
agcacaagta 
caggtgccat 
cccgcactcc 
tctccccggg 
gtggccgcgg 
gttggtgctg 
agggctga 



ggcgcgctgg 
ggccgcctac 
gccagaggcg 
gcagcggcgc 
catgagtgcg 
gggccgctac 
catctcctcg 
gcgctgtacc 
ctgcggagac 
aagcaaggat 
caaggttggg 
gacctgctgg 
tgagacggca 
ctccccacca 
agagctggtg 
caccgctggc 
ccataacaca 
ctatgtggag 



ctggccgcgg 
ttcgggctga 
gccgcccagg 
atgtgccgcc 
c tcgagtgcc 
cgggccagcc 
gctggcctga 
tgcgatgagg 
aaccttaagt 
ctgcgagccc 
gtggagacca 
cggcagttgg 
ctcaaggtgg 
cggggccgtg 
cacctggatg 
cgtaggtgcc 
cagagccggg 
tgcaggcagt 



ccttcgggct 
cgggcagcga 
cgcactacaa 
gggacccggg 
agttccagtt 
tgctcaagcg 
cgcacgcact 
cacccgacct 
acagcagcaa 
gtgtggactt 
cctgcaagtg 
cgcctttcca 
gcagcaccac 
cctcgggggc 
actcgcctag 
accgtcagaa 
tggtgacaag 
gcacgcagcg 



gacgctgctg 
gcccctgacc 
ggcctgcgac 
cgtggcagag 
ccgctttgag 
aggcttcaag 
ggccaaggcg 
ggagaaccgt 
gttcgtcaag 
ccacaacaac 
ccacggcgtg 
tgaggtgggc 
caatgaagct 
aggtggcagc 
cttctgcctg 
gacctgcgag 
gccctgccag 
tgaggaggtc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1098 



<210> 2 
<211> 365 
<212> PRT 

<213> homo sapiens 



<400> 2 

Met Leu Asp Gly Ser Pro Leu Ala Arg Trp Leu Ala Ala Ala Phe Gly 

15 10 15 

Leu Thr Leu Leu Leu Ala Ala Leu Arg Pro Ser Ala Ala Tyr Phe Gly 

20 25 30 

Leu Thr Gly Ser Glu Pro Leu Thr lie Leu Pro Leu Thr Leu Glu Pro 
35 40 45 



1 





Glu 


Ala 
50 


Ala 


Ala 


Gin 


Ala 


His 
55 


Tyr 


Lys 


Ala 


Cys 


Asp 
60 


Arg 


Leu 


Lys 


Leu 




Glu 


Arg 


Lys 


Gin 


Arg 


Arg 


Met 


Cys 


Arg 


Arg 


Asp 


Pro 


Gly 


Val 


Ala 


Glu 




65 










70 










75 










80 




Thr 


Leu 


Val 


Glu 


Ala 
85 


Val 


Ser 


Met 


Ser 


Ala 
90 


Leu 


Glu 


Cys 


Gin 


Phe 
95 


Gin 




Phe 


Arg 


Phe 


Glu 
100 


Arg 


Trp 


Asn 


Cys 


Thr 
105 


Leu 


Glu 


Gly 


Arg 


Tyr 
110 


Arg 


Ala 




Ser 


Leu 


Leu 
115 


Lys 


Arg 


Gly 


Phe 


Lys 
120 


Glu 


Thr 


Ala 


Phe 


Leu 
125 


Tyr 


Ala 


He 




Ser 


Ser 
130 


Ala 


Gly 


Leu 


Thr 


His 
135 


Ala 


Leu 


Ala 


Lys 


Ala 
140 


Cys 


Ser 


Ala 


Gly 




Arg 


Met 


Glu 


Arg 


Cys 


Thr 


Cys 


Asp 


Glu 


Ala 


Pro 


Asp 


Leu 


Glu 


Asn 


Arg 




145 










150 










155 










160 




Glu 


Ala 


Trp 


Gin 


Trp 
165 


Gly 


Gly 


Cys 


Gly 


Asp 
170 


Asn 


Leu 


Lys 


Tyr 


Ser 
175 


Ser 




Lys 


Phe 


Val 


Lys 
180 


Glu 


Phe 


Leu 


Gly 


Arg 
185 


Arg 


Ser 


Ser 


Lys 


Asp 
190 


Leu 


Arg 




Ala 


Arg 


Val 
195 


Asp 


Phe 


His 


Asn 


Asn 
200 


Leu 


Val 


Gly 


Val 


Lys 
205 


Val 


He 


Lys 




Val 


Gly 


Val 


Glu 


Thr 


Thr 


Cys 


Lys 


Cys 


His 


Gly 


Val 


Ser 


Gly 


Ser 


Cys 






210 










215 










220 












Thr 


Val 


Arg 


Thr 


Cys 


Trp 


Arg 


Gin 


Leu 


Ala 


Pro 


Phe 


His 


Glu 


Val 


Gly 


pis' 


225 










230 










235 










240 


is 


Lys 


His 


Leu 


Lys 


His 


Lys 


Tyr 


Glu 


Thr 


Ala 


Leu 


Lys 


Val 


Gly 


Ser 


Thr 


r ■■■ 










245 










250 










255 






Thr 


Asn 


Glu 


Ala 


Ala 


Gly 


Glu 


Ala 


Gly 


Ala 


He 


Ser 


Pro 


Pro 


Arg 


Gly 










260 










265 










270 








Arg 


Ala 


Ser 


Gly 


Ala 


Gly 


Gly 


Ser 


Asp 


Pro 


Leu 


Pro 


Arg 


Thr 


Pro 


Glu 


}»£, 






275 










280 










285 








Leu 


Val 


His 


Leu 


Asp 


Asp 


Ser 


Pro 


Ser 


Phe 


Cys 


Leu 


Ala 


Gly 


Arg 


Phe 




290 










295 










300 










ru 


Ser 


Pro 


Gly 


Thr 


Ala 


Gly 


Arg 


Arg 


Cys 


His 


Arg 


Gin 


Lys 


Thr 


Cys 


Glu 


M 


305 










310 










315 










320 


Ser 


He 


Cys 


Cys 


Gly 
325 


Arg 


Gly 


His 


Asn 


Thr 
330 


Gin 


Ser 


Arg 


Val 


Val 
335 


Thr 




Arg 


Pro 


Cys 


Gin 
340 


Cys 


Gin 


Val 


Arg 


Trp 
345 


Cys 


Cys 


Tyr 


Val 


Glu 
350 


Cys 


Arg 




Gin 


Cys 


Thr 
355 


Gin 


Arg 


Glu 


Glu 


Val 
360 


Tyr 


Thr 


Cys 


Lys 


Gly 
365 









<210> 3 

<211> 1533 

<212> DNA 

<213> homo sapiens 



<400> 3 

ggagctcgat ggtcggccgc cgaggcgcgg caagatgctg gatgggtccc cgctggcgcg 60 

ctggctggcc gcggccttcg ggctgacgct gctgctcgcc gcgctgcgcc cttcggccgc 12 0 

ctacttcggg ctgacgggca gcgagcccct gaccatcctc ccgctgaccc tggagccaga 180 

ggcggccgcc caggcgcact acaaggcctg cgaccggctg aagctggagc ggaagcagcg 24 0 

gcgcatgtgc cgccgggacc cgggcgtggc agagacgctg gtggaggccg tgagcatgag 3 00 

tgcgctcgag tgccagttcc agttccgctt tgagcgctgg aactgcacgc tggagggccg 360 

ctaccgggcc agcctgctca agcgaggctt caaggagact gccttcctct atgccatctc 420 

ctcggctggc ctgacgcacg cactggccaa ggcgtgcagc gcgggccgca tggagcgctg 480 

tacctgcgat gaggcacccg acctggagaa ccgtgaggcc tggcagtggg ggggctgcgg 540 



2 




agacaacctt aagtacagca gcaagttcgt 
ggatctgcga gcccgtgtgg acttccacaa 
tggggtggag accacctgca agtgccacgg 
ctggcggcag ttggcgcctt tccatgaggt 
ggcactcaag gtgggcagca ccaccaatga 
accacggggc cgtgcctcgg gggcaggtgg 
ggtgcacctg gatgactcgc ctagcttctg 
tggccgtagg tgccaccgtc agaagacctg 
cacacagagc cgggtggtga caaggccctg 
ggagtgcagg cagtgcacgc agcgtgagga 
gccctgccag ccctgctgca cagggtgcag 
tgcacaggct gagttcctgg gctcgaccag 
cagtgtgaat gggtctacac ctgcatgggc 
gggtgagtcc ctgggctcag tcctagctgc 
tgggcctaca cctgccaagg ctgaatccct 
aggcatttgc acacggtgtg aggagtgtac 
cagccctgct gctagagtgc aggcattgca 
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r 
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1 

ft 



caaggaattc ctgggcagac ggtcaagcaa 600 

caacctcgtg ggtgtgaagg tgatcaaggt 660 

cgtgtcaggc tcatgcacgg tgcggacctg 72 0 

gggcaagcat ctgaagcaca agtatgagac 780 

agctgccggc gaggcaggtg ccatctcccc 840 

cagcgacccg ctgccccgca ctccagagct 900 

cctggctggc cgcttctccc cgggcaccgc 960 

cgagagcatc tgctgtggcc gcggccataa 102 0 

ccagtgccag gtgcgttggt gctgctatgt 1080 

ggtctacacc tgcaagggct gagttcccag 1140 

gcattgcaca cggtgtgaag ggtctacacc 1200 

cccagctgcg tggggtacag gcattgcaca 1260 

tgagtccctg ggctcagacc tagcagcgtg 132 0 

atggggtgca ggcattgcac agagcatgaa 13 8 0 

gggcccagtc agccctgctg cacatggcac 1440 

acctgcaagg gctgaggccc tgggcccagt 1500 

cat 1533 



3 



